Key indicators: single-crystal X-ray study; T = 168 K; mean (C-C) = 0.005 Å; R factor = 0.034; wR factor = 0.039; data-to-parameter ratio = 11.7. metal-organic compounds m1134 Kazhdan et al.
In the title compound, [Sr(C 10 H 15 ) 2 (C 10 H 8 N 2 )], the Sr-N distances are 2.624 (3) and 2.676 (3) Å , the SrÁ Á ÁCp ring centroid distances are 2.571 and 2.561 Å and the N-C-C-N torsion angle in the bipyridine ligand is À2.2 (4) . Interestingly, the bipyridine ligand is tilted. The angle between the plane defined by the Sr atom and the two bipyridyl N atoms and the plane defined by the 12 atoms of the bipyridine ligand is 10.7 (1) .
Related literature
For related literature, see: Allen (2002) ; Burns & Andersen (1987) ; Schultz et al. (2002) .
Experimental
Crystal data [Sr(C 10 H 15 ) 2 (C 10 H 8 N 2 )] M r = 514.26
Orthorhombic, Pbca a = 15.5489 (9) Å b = 16.7821 (9) Å c = 20.561 (1) Å V = 5365.4 (5) Å 3 Z = 8 Mo K radiation = 2.03 mm À1 T = 168.2 K 0.10 Â 0.09 Â 0.03 mm
Data collection
Bruker APEX CCD diffractometer Absorption correction: multi-scan (Blessing, 1995) T min = 0.772, T max = 0.941 30804 measured reflections 5478 independent reflections 3494 reflections with F 2 > 3(F 2 ) R int = 0.034 Refinement R[F 2 > 2(F 2 )] = 0.034 wR(F 2 ) = 0.038 S = 1.57 3494 reflections 298 parameters H-atom parameters constrained Á max = 0.53 e Å À3 Á min = À0.30 e Å À3 Table 1 Selected geometric parameters (Å , ).
Symmetry codes: (i) Àx þ 2; y À 1 2 ; Àz þ 1 2 ; (ii) x À 1 2 ; Ày þ 1 2 ; Àz. Cg1 and Cg2 are the centroids of the C1-C5 and C6-C10 rings, respectively. Data collection: SMART (Bruker, 1999); cell refinement: SAINT (Bruker, 2002); data reduction: SAINT; program(s) used to solve structure: SIR97 (Altomare et al., 1999); program(s) used to refine structure: TEXSAN (MSC/Rigaku, 1998); molecular graphics: TEXSAN; software used to prepare material for publication: TEXSAN. Fig. 1 . View of the structure of (η 5 -C 5 Me 5 ) 2 Sr(bipy), showing the staggering of the two Cp* rings, with displacement ellipsoids drawn at the 50% probability level. 
Figures

Special details
Refinement. Refinement using reflections with F 2 > 3.0 σ(F 2 ). The weighted R-factor (wR), goodness of fit (S) and R-factor (gt) are based on F, with F set to zero for negative F. The threshold expression of F 2 > 3.0 σ(F 2 ) is used only for calculating R-factor (gt).
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Sr1 0.88103 (2) 0.21813 (2) 0.12421 (1) 0.02281 (7) (1) 
